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DNA Sequencing 1%

AACGCTAATACCGCATACGTCCTACGGG AGAAAGCAGGGGACCTTCGGGCCTTGCGCTATCAGATGAGCCTAGGTCGGATTAGCTAGTTGGTGAGGTAATGGCTCACCAAGGCGACGATCCGTAA
21 133 145 157
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Description Ma | ot [ Oher | Ident Accession
score score cover value
) Lactococcus garvieae ATCC 49156, complete genome 2599 12996 100% 0.0 99% NC_015930.1
[0 Lactococcus lactis subsp. lactis 11403 chromosome, complete genome 2130 12781 98% 0.0 94% NC _002662.1
[ streptococcus sanguinis SK36 chromosome, complete genome 1797 7125 98% 0.0 90% NC_009009.1
[ Lactobacillus sanfranciscensis TMW 1.1304 chromosome, complete genome 1454 10116 98% 0.0 86% NC_015978.1
) Bacillus sp. TNLA3E, complete genome 1439 17159 98% 0.0 86% NC_021171.1
[ Bacillus megaterium DSM 319 chromosome, complete genome 1439 15777 98% 0.0 86% NC_014103.1
[0 streptococcus infantarius subsp. infantarius CJ18 chromoscme, complete genome 1823 10935 97% 0.0 91% NC _016826.1
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—$ S Squ'.:tomccus g‘allolyticus UCN34 mrommomé. oom';:)letc genome
Streptococcus suis BM407 chromosome, complete genome
Streptococcus suis 05ZYH33 chromosome, complete genome
r Streptococcus thermophilus CNRZ1066 chromosome, complete genome
Streptococcus salivarius CCHSS3, complete genome
@ Streptococcus anginosus C238, complete genome
Streptococcus constellatus subsp. pharyngis C1050, complete genome
| Streptococcus intermedius ITHOS, complete genome
e ’ Streptococcus iniae SF1, complete genome
— 9 Streptococcus parauberis KCTC 11537 chromosome, complete genome
[—4 Streptococcus agalactiae 2603V/R chromosome, complete genome
Streptococcus dysgalactiae subsp. equisimilis GGS_ 124 chromosome 1, complete sequence
Streptococcus pyogenes SF370 chromosome, complete genome
Streptococcus uberis 0140J chromosome, complete genome
Streptococcus equi subsp. zooepidemicus MGCS 10565 chromosome, complete genome
@ Lactococcus lactis subsp. lactis 111403 chromosome, complete genome
+ %lciIS‘JWS
Lactocoocus Ear\"n:ae ATCC 49156, complete genome
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